Five hiPSCs (Gra1, Gra2, Gra7, CBF46, and CBF50) two hESCs (H9 and NTU1), and two SCs (HGra and HF)) were used in this study. The IPI accession numbers and FASTA headers of Nglycoproteins, modified sequence and sequence window of N-glycopeptides, localization score of N-glycosites, normalized abundance that is averaged from three replicate analyzes, and coefficient of variation (CV) of abundance in replicates are shown.
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